
mNSCLC, metastatic non-small cell lung cancer.
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Frequency of oncogenic driver alterations in NSCLC 
(adenocarcinoma)1

>1 out of every 2
patients have 1 of the 9 currently 
actionable driver alterations1,2

~1 out of every 5
patients has 1 of the 8 less 
common actionable driver 
alterations1,2

Driver alteration rates may 
vary in certain populations1
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mNSCLC is defined by molecular drivers, 
many of which are actionable 1,2
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Image adapted from: Tan AC, Tan DSW. Targeted therapies for lung cancer patients with oncogenic driver molecular alterations. J Clin Oncol. 
2022;40(6):611–625.  



Studies have reported that 
concurrent treatment or 
treatment with targeted therapy 
following ICI can lead to SAEs, 
including higher risk of12–16:

Wait for test results before initiating 1L therapy, if clinically feasible5*

Timing and sequence of treatment can impact outcomes

Pneumonitis
(grades 3–5)
Interstitial lung
disease 
(grades 3–4)

Hepatotoxicity
(grades 3–4)

in patients NOT 
receiving NCCN-
recommended 
matched therapy

in patients receiving 
NCCN-recommended 
matched therapy 

in patients with a 
driver alteration 
receiving biomarker-
informed treatment

Those who initiated 
treatment with 
chemotherapy, ICI, or 
both before test results 
were available and did 
not switch to matched 
therapy within 35 days

18.6
months median OS

11.4
months median OS

~2×
longer OS

One study found9: Another study found10:

Patients with mNSCLC who receive biomarker-informed care 
may have better outcomes9–11

vs

PD-L1 is also an actionable biomarker in mNSCLC 3,4

>50%
of patients 
with mNSCLC 
are PD-L1+3,4

• PD-L1 is a protein biomarker, 
not a driver alteration4

• PD-L1 may help predict 
patient response to ICI3,4

were also PD-L1+ (TPS ≥1%)3,4

Up to

~50%
of patients with 
EGFR mutation

Up to

~65%
of patients with 
ALK translocation

Two retrospective studies, which demonstrated that patients 
with driver mutations who may have PD-L1+ overexpression, 
show that3,4:
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Guidelines from multiple US organizations recommend testing for all actionable 
biomarkers in mNSCLC, often via expanded panel testing 5–8*



*NCCN makes no warranties of any kind whatsoever regarding their content, use or application and disclaims any responsibility for their 
application or use in any way.
1L, first-line; ALK, anaplastic lymphoma kinase; ICI, immune checkpoint inhibitor; mNSCLC, metastatic NSCLC; NGS, next-generation sequencing; 
NSCLC, non–small cell lung cancer; OS, overall survival; PD-L1, programmed death-ligand 1; TPS, tumor proportion score.
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NGS is the optimal way to efficiently test for all 
driver alterations6,8,17,18

Compared with sequential single-gene testing for all actionable biomarkers:

NGS uses 15+ fewer slides with a higher success rate than 
sequential single-gene testing19,20

With NGS, results for all actionable biomarkers available as 
quickly as ~2.1 weeks, compared with complete sequential 
single-gene testing (4.5–10.2 weeks)19,21

NGS can be up to ~20% less expensive than sequential gene 
testing21–24

Uses less 
tissue

May have a faster 
turnaround time

May be less
expensive
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Solutions start with 
a conversation


